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DECIPHER BIOPSY REPORT
PATIENT DETAILS

ORDER INFORMATION

Patient Name: Fred Tester
MRN/Patient ID: Not Provided
Date of Birth: 12/04/1982
Date of Biopsy: 03/02/2016

Order Date: 03/09/2016
Specimen Received Date: 03/18/2016
Accession ID: MC-001541
Specimen ID: GP16-3608-M
Ordering Physician: Pigato, Joseph
Clinic/Hospital Name: Joseph P Pigato Adult and Pediatric Urology
Clinic/Hospital Address: 455 W Court St St 201, Kankakee, IL 60901, USA

Pathology Laboratory: Gopath laboratories
Pathologist: Sanjiv Prabhu, MD
Address: 1351 Barclay Blvd., Buffalo Grove, IL 60089, USA

CLINICAL DETAILS
PSA, Most Recent (ng/mL): 7.1
Specimen Type: Needle Biopsy

NCCN Risk Category: Intermediate Risk
# of Positive Cores: 11 (11 of 42 Cores)

Gleason Score: 3+4
Clinical Stage: T1c

YOUR DECIPHER RESULT: GENOMIC LOW RISK
DECIPHER SCORE: 0.23
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References on reverse

Clinical studies have shown that men with a Decipher low risk score have a favorable prognosis.
Men considering active surveillance with a Decipher low risk score may be suitable candidates for
active surveillance. Men considering a deﬁnitive therapy may have excellent outcomes when
treated with local therapy alone.1-3

0

*Average clinical risk refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of metastasis was 6.0% at 5 years post RP, as reported
by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Probability of high grade disease (primary Gleason grade 4 or 5) endpoint: Decipher uses the genomic risk score to predict the probability of primary Gleason grade 4 or 5 disease upon pathologic
examination of the RP. Probabilities were generated using a logistic regression model in a prospective cohort of 2,342 prostate cancer patients.5 The model is adjusted using a prevalence of 27% for a
ﬁnding of primary Gleason grade 4 or 5 on RP among NCCN low-, intermediate- and high-risk patients.5 Klein et al. 2016 study found Decipher Biopsy predicted high grade disease at RP with an AUC of
0.71.3 The percent likelihood for this endpoint ranges from 6.5-61%.
Five-year probability of metastasis endpoint: Decipher uses the genomic risk score to predict the 5-year probability of metastasis from the time of RP. Probabilities were generated from a Cox proportional
hazards model based upon a cohort of 1,010 men with intermediate and high risk clinical features with a median 6.9 years of follow-up. 4 In a separate cohort, Klein et al. 2016 reported that Decipher biopsy
predicted 5-year metastasis with an AUC of 0.87. 3 Subsequently, in another independent cohort, Decipher biopsy predicted 5-year metastasis with an AUC of 0.76 and similarly found that Decipher biopsy
was the only signiﬁcant variable that predicted metastatic onset in multivariable analysis with clinical risk factors.2 The percent likelihood for this endpoint ranges from 0.3-67%. The average concordance
between Decipher biopsy and RP specimens is 70%. Needle biopsy sampling accuracy impacts concordance.
Ten-year probability of prostate cancer specific mortality (PCSM) endpoint: Decipher uses the genomic risk score to predict the 10-year probability of PCSM from the time of RP. Probabilities are generated
from a logistic regression analysis based upon a cohort of 557 patients with 112 prostate cancer deaths within 10 years post RP. These probabilities are adjusted for a PCSM cumulative incidence of 5% at 10
years post RP.6 All non-PCSM patients in the study had at least 10 years of follow-up. In a validation study with a biopsy cohort of 235 patients, Decipher was a significant predictor of PCSM at diagnosis with
a hazard ratio (HR) of 1.57 (95% CI 1.03–2.48) per 10% increase for Decipher score (p=0.037).1 The percent likelihood for this endpoint ranges from 0.7-30.5%.
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Disclaimer: Testing is performed by Decipher Corp., a Decipher Biosciences company, located at 10355 Science Center Drive, Suite 240, San Diego, CA 92121. The Decipher test was developed and its performance characteristics were
determined by Decipher Corp. This Laboratory is certified under the Clinical Laboratory Improvement Amendments of 1988 (CLIA ‘88) as qualiﬁed to perform high complexity clinical laboratory testing. This test is used for clinical purposes
and should not be regarded as investigational or for research. This test has not been cleared or approved by the U.S. Food and Drug Administration.
Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.
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DECIPHER BIOPSY REPORT
TEST DESCRIPTION

Decipher uses oligonucleotide microarrays to measure 22 RNA expression biomarkers, extracted from formalin ﬁxed parafﬁn embedded (FFPE) prostate
biopsy specimens, to derive a Decipher score and corresponding probability of:
- High grade disease (primary Gleason grade 4 or 5)
- 5-year probability of clinical metastasis
- 10-year probability of prostate cancer specific mortality
All probabilities reflect the likelihood of outcome upon the patient undergoing radical prostatectomy. The Decipher score ranges from 0 to 1.0.

INTENDED USE
Results from Decipher are intended for use by the physician and patient as an adjunct to conventional clinical variables and models currently used for
determining prognosis of patients diagnosed with localized prostate cancer by biopsy. Decipher is intended for use in those patients who present with a low-,
intermediate- or high-risk biopsy result according to NCCN Guidelines upon pathologic evaluation.

CONFIDENCE INTERVALS

- High grade probability Decipher risk reported here has a 95% confidence interval of 10.5% to 14.5%
- 5-year metastasis Decipher risk reported here has a 95% confidence interval of 0.1% to 2.0%
- 10-year prostate cancer specific mortality Decipher risk reported here has a 95% confidence interval of 0.5% to 3.2%

DEFINITIONS

NCCN Low Risk: Includes men with a T1a, T1b, T1c, or T2a tumor AND PSA level less than 10 ng/mL, AND biopsy Gleason score of 6 or less. 7
NCCN Intermediate Risk: Includes men with a T2b or T2c tumor OR PSA level between 10 and 20 ng/mL, OR biopsy Gleason score of 7.7
NCCN High Risk: Includes men with a T3a tumor, OR PSA level greater than 20 ng/mL, OR biopsy Gleason score between 8 and 10.7
Average clinical risk: Refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of
metastasis was 6.0% at 5 years post RP, as reported by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical
features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Decipher Genomic low or high risk: Based on the individualized genomic risk of metastasis identiﬁed by Decipher, these men have signiﬁcantly higher
(Decipher score > 0.60) or lower (Decipher score < 0.45) risk than the average clinical risk as deﬁned above. These Decipher risk categories were selected by
optimizing both the partial likelihood and hazard ratios in a series of Cox models. The categories were trained using data from the Karnes, et al. study and
validated in Ross, et al. study.4,8
Clinical Metastasis: Regional (e.g., to regional lymph nodes) or distant (e.g., to bones) spread of cancer from the prostate as conﬁrmed by positive CT and/or
bone scan.
High Grade Disease: Primary Gleason grade 4 or 5 on surgical pathology.

REFERENCES
1. Nguyen PL, Haddad Z, Ross AE, et al. Ability of a Genomic Classifier to Predict Metastasis and Prostate Cancer-specific Mortality after Radiation or Surgery based on Needle
Biopsy Specimens. Eur Urol. 2017;72(5):845-852.
2. Nguyen PL, Martin NE, Choeurng V, et al. Utilization of biopsy-based genomic classifier to predict distant metastasis after definitive radiation and short-course ADT for
intermediate and high-risk prostate cancer. Prostate Cancer Prostatic Dis. 2017 Jun;20(2):186-192.
3. Klein EA, Haddad Z, Yousefi K, et al. Decipher Genomic Classifier Measured on Prostate Biopsy Predicts Metastasis Risk. Urology. 2016;90:148-152.
4. Karnes RJ, Bergstralh EJ, Davicioni E, et al. Validation of a genomic classifier that predicts metastasis following radical prostatectomy in an at risk Patient population. J Urol.
2013;190(6):2047-2053.
5. Den RB, Santiago-Jimenez M, Alter J, et al. Decipher correlation patterns post prostatectomy: initial experience from 2 342 prospective patients. Prostate CancerProstatic Dis.
2016;19(4):374-379.
6. Karnes RJ, Choeurng V, Ross AE, et al. Validation of a Genomic Risk Classifier to Predict Prostate Cancer-specific Mortality in Men with Adverse Pathologic Features. Eur Urol.
April 2017. doi:10.1016/j.eururo.2017.03.036.
7. NCCN Clinical Practice Guidelines in Oncology (NCCN Guidelines ®) Prostate Cancer. 2016. https://www.nccn.org/professionals/physician_gls/pdf/prostate.pdf. Accessed June 28,
2016.
8. Ross AE, Johnson MH, Yousefi K, et al. Tissue-based Genomics Augments Post-prostatectomy Risk Stratification in a Natural History Cohort of Intermediate- and High-Risk Men.
Eur Urol. 2017;69(1):157-165.

Disclaimer:
Testing is performed by Decipher Corp., a Decipher Biosciences company, located at 10355 Science Center Drive, Suite 240, San Diego, CA 92121. The Decipher test was developed and its performance
characteristics were determined by Decipher Corp. This Laboratory is certiﬁed under the Clinical Laboratory Improvement Amendments of 1988 (CLIA ‘88) as qualiﬁed to perform high complexity clinical
laboratory testing. This test is used for clinical purposes and should not be regarded as investigational or for research. This test has not been cleared or approved by the U.S. Food and Drug Administration.
Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.
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DECIPHER BIOPSY REPORT
PATIENT DETAILS

ORDER INFORMATION

Patient Name: Zachary Tester
MRN/Patient ID: 38539274
Date of Birth: 12/04/1983
Date of Biopsy: 02/17/2016

Order Date: 03/07/2016
Specimen Received Date: 03/18/2016
Accession ID: MC-001543
Specimen ID: S16-346-F1
Ordering Physician: Oldford, Gregory M
Clinic/Hospital Name: MIU-Michigan Institute of Urology
Clinic/Hospital Address: 20952 12 Mile Rd Ste 200, St Clair Shores, MI 48081, USA
Additional Physician: Jackson, Jill S.

Pathology Laboratory: MIU - Michigan Institute of Urology
Pathologist: Rima Aljundi, MD
Address: Department of Pathology 200952 12 Mile Rd, St Clair Shores, MI 48081, USA

CLINICAL DETAILS
PSA, Most Recent (ng/mL): 4.1
Specimen Type: Needle Biopsy

NCCN Risk Category: Low Risk
# of Positive Cores: 8 (8 of 32 Cores)

Gleason Score: 3+3
Clinical Stage: T2a

YOUR DECIPHER RESULT: GENOMIC HIGH RISK
YOUR
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SCORE
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DECIPHER SCORE: 0.99
Risk at RP - Percent Likelihood

High Grade Disease (primary Gleason grade 4 or 5)

33.7%

5-Year Metastasis

11.6%

10-Year Prostate Cancer Specific Mortality

9.1%

INTERPRETATION

References on reverse

Clinical studies have shown that men with a Decipher high risk have an unfavorable prognosis.
These men may not be suitable candidates for active surveillance and may beneﬁt from
intensification with multi-modal therapy.1-3

0

*Average clinical risk refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of metastasis was 6.0% at 5 years post RP, as reported
by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Probability of high grade disease (primary Gleason grade 4 or 5) endpoint: Decipher uses the genomic risk score to predict the probability of primary Gleason grade 4 or 5 disease upon pathologic
examination of the RP. Probabilities were generated using a logistic regression model in a prospective cohort of 2,342 prostate cancer patients.5 The model is adjusted using a prevalence of 27% for a
ﬁnding of primary Gleason grade 4 or 5 on RP among NCCN low-, intermediate- and high-risk patients.5 Klein et al. 2016 study found Decipher Biopsy predicted high grade disease at RP with an AUC of
0.71.3 The percent likelihood for this endpoint ranges from 6.5-61%.
Five-year probability of metastasis endpoint: Decipher uses the genomic risk score to predict the 5-year probability of metastasis from the time of RP. Probabilities were generated from a Cox proportional
hazards model based upon a cohort of 1,010 men with intermediate and high risk clinical features with a median 6.9 years of follow-up. 4 In a separate cohort, Klein et al. 2016 reported that Decipher biopsy
predicted 5-year metastasis with an AUC of 0.87. 3 Subsequently, in another independent cohort, Decipher biopsy predicted 5-year metastasis with an AUC of 0.76 and similarly found that Decipher biopsy
was the only signiﬁcant variable that predicted metastatic onset in multivariable analysis with clinical risk factors.2 The percent likelihood for this endpoint ranges from 0.3-67%. The average concordance
between Decipher biopsy and RP specimens is 70%. Needle biopsy sampling accuracy impacts concordance.
Ten-year probability of prostate cancer specific mortality (PCSM) endpoint: Decipher uses the genomic risk score to predict the 10-year probability of PCSM from the time of RP. Probabilities are generated
from a logistic regression analysis based upon a cohort of 557 patients with 112 prostate cancer deaths within 10 years post RP. These probabilities are adjusted for a PCSM cumulative incidence of 5% at 10
years post RP.6 All non-PCSM patients in the study had at least 10 years of follow-up. In a validation study with a biopsy cohort of 235 patients, Decipher was a significant predictor of PCSM at diagnosis with
a hazard ratio (HR) of 1.57 (95% CI 1.03–2.48) per 10% increase for Decipher score (p=0.037).1 The percent likelihood for this endpoint ranges from 0.7-30.5%.

Medical Director (Signature)
Bashar Dabbas, MD

Report Date

Disclaimer: Testing is performed by Decipher Corp., a Decipher Biosciences company, located at 10355 Science Center Drive, Suite 240, San Diego, CA 92121. The Decipher test was developed and its performance characteristics were
determined by Decipher Corp. This Laboratory is certified under the Clinical Laboratory Improvement Amendments of 1988 (CLIA ‘88) as qualiﬁed to perform high complexity clinical laboratory testing. This test is used for clinical purposes
and should not be regarded as investigational or for research. This test has not been cleared or approved by the U.S. Food and Drug Administration.
Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.

LAB-FRM-20008 v1.0

© 2019 Decipher Biosciences, Inc.

CLIA ID# 05D2055897

Page 1 of 2

Decipher Biosciences
10355 Science Center Drive, Suite 240
San Diego, CA 92121
Tel 1.888.792.1601 | Fax 1.855.324.2768
customersupport@decipherbio.com | decipherbio.com

DECIPHER BIOPSY REPORT
TEST DESCRIPTION

Decipher uses oligonucleotide microarrays to measure 22 RNA expression biomarkers, extracted from formalin ﬁxed parafﬁn embedded (FFPE) prostate
biopsy specimens, to derive a Decipher score and corresponding probability of:
- High grade disease (primary Gleason grade 4 or 5)
- 5-year probability of clinical metastasis
- 10-year probability of prostate cancer specific mortality
All probabilities reflect the likelihood of outcome upon the patient undergoing radical prostatectomy. The Decipher score ranges from 0 to 1.0.

INTENDED USE
Results from Decipher are intended for use by the physician and patient as an adjunct to conventional clinical variables and models currently used for
determining prognosis of patients diagnosed with localized prostate cancer by biopsy. Decipher is intended for use in those patients who present with a low-,
intermediate- or high-risk biopsy result according to NCCN Guidelines upon pathologic evaluation.

CONFIDENCE INTERVALS

- High grade probability Decipher risk reported here has a 95% confidence interval of 31.4% to 35.9%
- 5-year metastasis Decipher risk reported here has a 95% confidence interval of 8.4% to 14.8%
- 10-year prostate cancer specific mortality Decipher risk reported here has a 95% confidence interval of 5.7% to 12.6%

DEFINITIONS

NCCN Low Risk: Includes men with a T1a, T1b, T1c, or T2a tumor AND PSA level less than 10 ng/mL, AND biopsy Gleason score of 6 or less. 7
NCCN Intermediate Risk: Includes men with a T2b or T2c tumor OR PSA level between 10 and 20 ng/mL, OR biopsy Gleason score of 7.7
NCCN High Risk: Includes men with a T3a tumor, OR PSA level greater than 20 ng/mL, OR biopsy Gleason score between 8 and 10.7
Average clinical risk: Refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of
metastasis was 6.0% at 5 years post RP, as reported by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical
features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Decipher Genomic low or high risk: Based on the individualized genomic risk of metastasis identiﬁed by Decipher, these men have signiﬁcantly higher
(Decipher score > 0.60) or lower (Decipher score < 0.45) risk than the average clinical risk as deﬁned above. These Decipher risk categories were selected by
optimizing both the partial likelihood and hazard ratios in a series of Cox models. The categories were trained using data from the Karnes, et al. study and
validated in Ross, et al. study.4,8
Clinical Metastasis: Regional (e.g., to regional lymph nodes) or distant (e.g., to bones) spread of cancer from the prostate as conﬁrmed by positive CT and/or
bone scan.
High Grade Disease: Primary Gleason grade 4 or 5 on surgical pathology.

REFERENCES
1. Nguyen PL, Haddad Z, Ross AE, et al. Ability of a Genomic Classifier to Predict Metastasis and Prostate Cancer-specific Mortality after Radiation or Surgery based on Needle
Biopsy Specimens. Eur Urol. 2017;72(5):845-852.
2. Nguyen PL, Martin NE, Choeurng V, et al. Utilization of biopsy-based genomic classifier to predict distant metastasis after definitive radiation and short-course ADT for
intermediate and high-risk prostate cancer. Prostate Cancer Prostatic Dis. 2017 Jun;20(2):186-192.
3. Klein EA, Haddad Z, Yousefi K, et al. Decipher Genomic Classifier Measured on Prostate Biopsy Predicts Metastasis Risk. Urology. 2016;90:148-152.
4. Karnes RJ, Bergstralh EJ, Davicioni E, et al. Validation of a genomic classifier that predicts metastasis following radical prostatectomy in an at risk Patient population. J Urol.
2013;190(6):2047-2053.
5. Den RB, Santiago-Jimenez M, Alter J, et al. Decipher correlation patterns post prostatectomy: initial experience from 2 342 prospective patients. Prostate CancerProstatic Dis.
2016;19(4):374-379.
6. Karnes RJ, Choeurng V, Ross AE, et al. Validation of a Genomic Risk Classifier to Predict Prostate Cancer-specific Mortality in Men with Adverse Pathologic Features. Eur Urol.
April 2017. doi:10.1016/j.eururo.2017.03.036.
7. NCCN Clinical Practice Guidelines in Oncology (NCCN Guidelines ®) Prostate Cancer. 2016. https://www.nccn.org/professionals/physician_gls/pdf/prostate.pdf. Accessed June 28,
2016.
8. Ross AE, Johnson MH, Yousefi K, et al. Tissue-based Genomics Augments Post-prostatectomy Risk Stratification in a Natural History Cohort of Intermediate- and High-Risk Men.
Eur Urol. 2017;69(1):157-165.

Disclaimer:
Testing is performed by Decipher Corp., a Decipher Biosciences company, located at 10355 Science Center Drive, Suite 240, San Diego, CA 92121. The Decipher test was developed and its performance
characteristics were determined by Decipher Corp. This Laboratory is certiﬁed under the Clinical Laboratory Improvement Amendments of 1988 (CLIA ‘88) as qualiﬁed to perform high complexity clinical
laboratory testing. This test is used for clinical purposes and should not be regarded as investigational or for research. This test has not been cleared or approved by the U.S. Food and Drug Administration.
Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.
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DECIPHER BIOPSY REPORT
PATIENT DETAILS

ORDER INFORMATION

Patient Name: Jackson Tester
MRN/Patient ID: 00294831
Date of Birth: 12/04/1979
Date of Biopsy: 02/15/2016

Order Date: 03/01/2016
Specimen Received Date: 03/18/2016
Accession ID: MC-001536
Specimen ID: S16-01731-E1
Ordering Physician: Wilson, Jeffrey
Clinic/Hospital Name: Sholder & Bordeau Urology
Clinic/Hospital Address: 1145 Bower Hill Rd Suite 105, Pittsburgh, PA 15243, USA

Pathology Laboratory: St Clair Hospital
Pathologist: Martha R Clarke
Address: Department of Pathology 1000 Bower Hill Road, Pittsburg, PA 15243, USA

CLINICAL DETAILS
PSA, Most Recent (ng/mL): Not Provided
Specimen Type: Needle Biopsy

NCCN Risk Category:
# of Positive Cores: 8 (8 of 50 Cores)

Grade Group: 4
Clinical Stage: T3b

YOUR DECIPHER RESULT: GENOMIC AVERAGE RISK
DECIPHER SCORE: 0.49

1.0

Risk at RP - Percent Likelihood

DECIPHER SCORE

HIGH
RISK
0.60

0.45

AVG. *
RISK

LOW
RISK

YOUR
DECIPHER
SCORE

High Grade Disease (primary Gleason grade 4 or 5)

24.3%
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4.9%
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INTERPRETATION

References on reverse

Clinical studies have shown that men with a Decipher average risk score have an average clinical
risk and prognosis. Depending on life expectancy and overall health status, these men may beneﬁt
from intensification with multi-modal therapy. 1-3
Additional Comment: Tissue with highest Gleason grade was not available for genomic analysis.
The Decipher score reported here may not reflect the most aggressive tumor biology.

0

*Average clinical risk refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of metastasis was 6.0% at 5 years post RP, as reported
by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Probability of high grade disease (primary Gleason grade 4 or 5) endpoint: Decipher uses the genomic risk score to predict the probability of primary Gleason grade 4 or 5 disease upon pathologic
examination of the RP. Probabilities were generated using a logistic regression model in a prospective cohort of 2,342 prostate cancer patients.5 The model is adjusted using a prevalence of 27% for a
ﬁnding of primary Gleason grade 4 or 5 on RP among NCCN low-, intermediate- and high-risk patients.5 Klein et al. 2016 study found Decipher Biopsy predicted high grade disease at RP with an AUC of
0.71.3 The percent likelihood for this endpoint ranges from 6.5-61%.
Five-year probability of metastasis endpoint: Decipher uses the genomic risk score to predict the 5-year probability of metastasis from the time of RP. Probabilities were generated from a Cox proportional
hazards model based upon a cohort of 1,010 men with intermediate and high risk clinical features with a median 6.9 years of follow-up. 4 In a separate cohort, Klein et al. 2016 reported that Decipher biopsy
predicted 5-year metastasis with an AUC of 0.87. 3 Subsequently, in another independent cohort, Decipher biopsy predicted 5-year metastasis with an AUC of 0.76 and similarly found that Decipher biopsy
was the only signiﬁcant variable that predicted metastatic onset in multivariable analysis with clinical risk factors.2 The percent likelihood for this endpoint ranges from 0.3-67%. The average concordance
between Decipher biopsy and RP specimens is 70%. Needle biopsy sampling accuracy impacts concordance.
Ten-year probability of prostate cancer specific mortality (PCSM) endpoint: Decipher uses the genomic risk score to predict the 10-year probability of PCSM from the time of RP. Probabilities are generated
from a logistic regression analysis based upon a cohort of 557 patients with 112 prostate cancer deaths within 10 years post RP. These probabilities are adjusted for a PCSM cumulative incidence of 5% at 10
years post RP.6 All non-PCSM patients in the study had at least 10 years of follow-up. In a validation study with a biopsy cohort of 235 patients, Decipher was a significant predictor of PCSM at diagnosis with
a hazard ratio (HR) of 1.57 (95% CI 1.03–2.48) per 10% increase for Decipher score (p=0.037).1 The percent likelihood for this endpoint ranges from 0.7-30.5%.

Medical Director (Signature)
Bashar Dabbas, MD

Report Date

Disclaimer: Testing is performed by Decipher Corp., a Decipher Biosciences company, located at 10355 Science Center Drive, Suite 240, San Diego, CA 92121. The Decipher test was developed and its performance characteristics were
determined by Decipher Corp. This Laboratory is certified under the Clinical Laboratory Improvement Amendments of 1988 (CLIA ‘88) as qualiﬁed to perform high complexity clinical laboratory testing. This test is used for clinical purposes
and should not be regarded as investigational or for research. This test has not been cleared or approved by the U.S. Food and Drug Administration.
Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.
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DECIPHER BIOPSY REPORT
TEST DESCRIPTION

Decipher uses oligonucleotide microarrays to measure 22 RNA expression biomarkers, extracted from formalin ﬁxed parafﬁn embedded (FFPE) prostate
biopsy specimens, to derive a Decipher score and corresponding probability of:
- High grade disease (primary Gleason grade 4 or 5)
- 5-year probability of clinical metastasis
- 10-year probability of prostate cancer specific mortality
All probabilities reflect the likelihood of outcome upon the patient undergoing radical prostatectomy. The Decipher score ranges from 0 to 1.0.

INTENDED USE
Results from Decipher are intended for use by the physician and patient as an adjunct to conventional clinical variables and models currently used for
determining prognosis of patients diagnosed with localized prostate cancer by biopsy. Decipher is intended for use in those patients who present with a low-,
intermediate- or high-risk biopsy result according to NCCN Guidelines upon pathologic evaluation.

CONFIDENCE INTERVALS

- High grade probability Decipher risk reported here has a 95% confidence interval of 22.4% to 26.1%
- 5-year metastasis Decipher risk reported here has a 95% confidence interval of 2.8% to 7.0%
- 10-year prostate cancer specific mortality Decipher risk reported here has a 95% confidence interval of 3.2% to 7.3%

DEFINITIONS

NCCN Low Risk: Includes men with a T1a, T1b, T1c, or T2a tumor AND PSA level less than 10 ng/mL, AND biopsy Gleason score of 6 or less. 7
NCCN Intermediate Risk: Includes men with a T2b or T2c tumor OR PSA level between 10 and 20 ng/mL, OR biopsy Gleason score of 7.7
NCCN High Risk: Includes men with a T3a tumor, OR PSA level greater than 20 ng/mL, OR biopsy Gleason score between 8 and 10.7
Average clinical risk: Refers to the average cohort risk of metastasis at 5 years post radical prostatectomy (RP). The average cumulative incidence of
metastasis was 6.0% at 5 years post RP, as reported by Karnes et al., 2013 from analysis of a cohort of 1,010 men with intermediate and high risk clinical
features who received RP as first line treatment at the Mayo Clinic between 2000 and 2006.4
Decipher Genomic low or high risk: Based on the individualized genomic risk of metastasis identiﬁed by Decipher, these men have signiﬁcantly higher
(Decipher score > 0.60) or lower (Decipher score < 0.45) risk than the average clinical risk as deﬁned above. These Decipher risk categories were selected by
optimizing both the partial likelihood and hazard ratios in a series of Cox models. The categories were trained using data from the Karnes, et al. study and
validated in Ross, et al. study.4,8
Clinical Metastasis: Regional (e.g., to regional lymph nodes) or distant (e.g., to bones) spread of cancer from the prostate as conﬁrmed by positive CT and/or
bone scan.
High Grade Disease: Primary Gleason grade 4 or 5 on surgical pathology.

REFERENCES
1. Nguyen PL, Haddad Z, Ross AE, et al. Ability of a Genomic Classifier to Predict Metastasis and Prostate Cancer-specific Mortality after Radiation or Surgery based on Needle
Biopsy Specimens. Eur Urol. 2017;72(5):845-852.
2. Nguyen PL, Martin NE, Choeurng V, et al. Utilization of biopsy-based genomic classifier to predict distant metastasis after definitive radiation and short-course ADT for
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Summary of biopsy or surgical pathology report is provided for the convenience of the Ordering Physician. Please refer to Referring Pathologist’s original pathology report to guide treatment decisions.
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